Tomato chlorosis virus Sicily heat shock protein 70 gene, partial cds
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     source          1..439
                     /organism="Tomato chlorosis virus"
                     /mol_type="genomic RNA"
                     /strain="Sicily"
                     /host="tomato"
                     /db_xref="taxon:67754"
                     /segment="RNA2"
                     /geo_loc_name="Italy"
     CDS             <1..>439
                     /note="hsp70"
                     /codon_start=1
                     /product="heat shock protein 70"
                     /protein_id="AAK93781.1"
                     /translation="ASETPSCYFYDLKRWVGVTSVNYEVVKAKINPMYKTRLSNNKVY
                     ITGINKGFSTEFSVEQLILHYVNTLVRLFSKTENLKITDLNVSVPADYKSGQRLFMQA
                     VCSSLGFNLRRIVNEPSAAAIYCVSKYPQYAYFYIYDFGGGTFD"
ORIGIN      
[bookmark: sequence_AY048854.1]        1 gcttccgaaa ctccgtcttg ttatttctat gatttgaaaa gatgggttgg tgtcacttcg
       61 gtcaattatg aggtagtgaa agcgaagata aacccaatgt ataaaacgcg tttatctaat
      121 aataaagtgt atataactgg tatcaataaa ggtttctcga ccgagttttc ggttgagcaa
      181 cttatattac attatgttaa cactttagtt cgattgttct caaaaacaga aaacttaaaa
      241 ataaccgatc tcaatgtgtc tgttccggct gattacaagt ctgggcagag acttttcatg
      301 caggcagttt gttcctcttt gggtttcaat ttacgtcgca tagtcaatga accgtcggct
      361 gccgctattt actgcgtttc taaatatccg cagtatgctt atttctatat ttacgatttt
      421 ggtggcggta ctttcgaca
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